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SEQUENCE LISTING 

"110 > Tobin, Elaine 
Toom, Elaine M 
Suaano , Sho j i 

:12iJ> Regul.at i'')n of Circadian Rhythm and Flowering 

■:130:- 1 3054 . 0200/UC99-253-2 

:140: ' i:';V359, 026 
:ll l:^ 1 999-07-22 

:l5ij''- OC' / 0 94 f L''- .? 
.:15l:' 1 996-07-24 

:loO:- 11 

:17C'- r'atentin '/ersic'n 3.1 

:210:' 1 

:21 l;- 1 j8C 

;212;- IjNA 

:2 1 3> Ar abidops i s t ha liana 



raae ^ 
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v:400 > 1 

qtcgaccca gcgtccgaga agaaaaccct agact t ztc z gtctetctaa tttcctttct 



:tcaagct ::ctcagaaag tccgacactt tcgagaatct aatctccaaa tttcttgtct 



t tttggagaa ggaa tcgaat ratgtacaag gaacgtagtg gaggaggtgg tggtgggt ca 



t egagatcag agatccrcgg rggagctatt gatcggaaac gaatcaacga tgcactcaat 
4 0 

aagaaactag agaaatctrc aac^ tecacc accacatcta ggg::t ^tctc tcctaaagac 
C' iJ 

aaagatccct tt tccttcac atctactaaa ac-^cagcttc ctgargtgga atcggaaact 

ga^agtgaag ggt ccgatgt gagtggatcg gagggtgatg ataegtcgtg gatctcttgg 



" tttgtaatt tgagaggga a tgat ttcttc tgrgaagtcg atgaagat ta tat tea agar 
■-■ 0 

aatttcaatc tt tgtggt t t aagtggtcaa gtcccttact atgattatgc act t gat etc 
4 0 

attttagatg ttgatgc t tc raac a gt gag atgtt tactg atgaacagea tgaaatggtg 
-J 

v^aatcagctg ctga ga tg ::t a tat 5 jtct t attcatgttc gt tacat 1 1 1 gact 3iCZaaa 

■.igaatggctg eaa tgact ga gaagt acaag aac tgt gat t t egggaga t g c ::cg a g agt t 



t'/tctgt tgcg gtca g t ^t t g tct t ecagtt g gacaa tec g at a t ccc ga g a tega g t a^ 



'.Ttgaaga ta t actgecctaa a tgc gagg<at a ta t rt tace cgcgat et aa a t teea agge 
4 0 

,iat a t tga t g ga g egt ac 1 1 tiggaa ccaf^a t tceet eai^t t gt t ct tga t gact t a ::ggg 



Pag^; 



se quence-list ing Tobin^Sugano . 3T25 
3.-i::ttaaag cg^agaagc:: tact^aaagc tatgtccraa aaatctttgg cttcaaggta 9 



.::acaaaccat gatactagt 5 ctctgcatrc tcaatggtga taca^ t:,agt ggctct gtaa 10 
- ■ 0 

\ r gcatccgg a tgagcaact gaaaogatag ctgcggtgac tg gagcatac at caaccatt 10 

':;:10 • 2 

v.::ll - 276 

•:212 ■ PRT 

^::213 • Arabid-jpsis thaliana 

■ : 4 0 1 j • 2 

Mot Tyr Lys Glu Arq 3er Gly Gly GLy Gly Gly Gly Ser 3er Arg Ser 
1 5 ^ 10 15 



GJu lie Leu Gly Gly Ala He Asp Arg Lys Arg Lie Asn Asp Ala Leu 

2 2 5 3 0 



Asn Lys Lys Lou Glu Ly's Ser Ser Tnr Ser TLr Thr Thr Ser Arg Val 

3 5 " 4 0 4 5 



ne Ser Ser Lys Asp Lys Asp Pro Pne Ser Pre Thr Ser Thr Lys Thr 
5 0 5 5 6 0 



].n Leu Pro Asp' Val Glu Ser Glu Tnr Asp^ 3er Glu G^l y Ser Asp Val 

7 0 ^ 7^ ^ 0 0 



or Gly Ser Glu Gly AsC' Asp Thr Ser Trp- He Ser Trp Pne Cys Asn 
85^ ^ Oj 95 



Leu Arg Gly Asn Asp Phe Phe Gys Glu Val Asp; Glu Asp Tyr 
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::]uence-list ing Tobin^SugariC' . 3T2 5 



Asp Asp Phe Asn Leu Cys Giy Leu Ser Gly Gin Va.l Pre Tyr Tyr Asp 
lis 120 12: 



Tyr Ala Leu Asp^ Leu He Leu Asp Val Asp Ala Ser Asn Ser Glu Met 
130 125 MO 



Phe Thr Asp Glu Gin His Glu Met Val Glu Ser Ala Ala Glu Met Leu 



Tyr Gly Leu He His Val Arg Tyr He Leu Thr Thr Lys Gly Met A 

165 17 0 17 5 



Ala Met Thr Glu Lys Tyr Lys Asn Gys Asp Phe Gly Arg Gys Pro Arg 
1 8 0 1 2 5 1 !J 



Val Phe Gys Gys Gly Gin Ser Gys Leu ?ro Val Gly Gil.n Ser Asp' I 

1 9 S 2 J 'J 2 LI : 



Prij Ara Ser Ser Tnr Val Lys He Tyr Gys Pre- Lys Gys Glu Asp' IL 
210 215 22 0 



Ser- Tyr Pre Aru Ser Lys Pne Gin Gly Asn He Asp Gly Ala Tyr- Pn^ 
22: ' 2 30 23 5 " 21 



Gly '7hr Tnr- Phe Pro His Leu Phe Leu Met. Thr Tyr Gly Asn Leu Ly: 

24 5 2:0 2 55 



•■re Thr Gin Ser Tyr Val Pre Lys He Phe Sly Phe Lys 



Val His L-^'s Pro 

'~^ -1 
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11 > 32 

i;: - PRT 

1 3 ' Unknown 
3 0 ^ 

potential met al-b inding motif 

MIS3:__FEATnRE 
(3) . . (28) 

X ^ any aminci acid 




:i: ■ Mrsc__FE:ATnF.E 

2 ' (31) . . ( 31) 
'3:- X any amino acid 



s ?ro >[aa Xaa >[aa Cys !<aa Xaa Xaa ]<aa Xaa Xaa Xaa Xaa Xaa Xaa 

10 15 



a !\aa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys F'ro Xaa Cys 
20 25 30 



12:' PRT 



a q e 




sequence-listing T :)bin_Sugano . ST2 5 

V J 1 3 ' Unkn Dwn 
•:;:2r) • 

v22:i ' ■;:(:'nserved aut -jphosphoryla t ion site 
■ Q:;! > 4 

Ser Ser Ser Glu Glu 

5 

- ill ' 6 

^ • PRT 

•■:i' 1 ■• tJn knC'Wn 



':i2:'.' C¥2 recogniticn pihosphorylat iC'H site 

'•.^(JO- t 

oor i21y Ser Glu Gly Asp 
1 5 

vlIC:- 

v.:i::- F'RT 

• \ ': : • Unknown 



:120; 



. : t 



p n o s I 



site 
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iOii > 6 

'^r :::lu Gly Asp Asp 
5 



^:i: 1 Unkn'jwn 



<^2:> ' c-myc. Bgl-II site 

aatto^agatc t catggagca aaagcttat c agcgaggagg acttgaacat 



:i 1 V'- 'Jnkn(:-wn 



e-myc Bgl-II site 

■ : 4 (J 0 : • 

q:acr:tgttc aagtcctcct cgctgataag cttttgctcc atgagatct 

•:.:10;- 5 
-yzll:- 24 
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: 1 3: ■ A]^t i f icial Sequence 



CP33 primer 



rr ;3 1- ^ (-f 1^ rr rr i-^ =i i-^ n * 



3 10:- 10 



12:- JIIA 



artificial Sequenc^; 



:1-;B3 primer 



0 0 • 1 (J 



ita^rat gtggtggtqg aag 



10 • 1 



11 • li 



10 • p:-:t 



1 



Art I f icial Sequence 



bpecific peptide suicstrate 
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<400> 11 

Arg Arg Arg Asp Asp Asp Ser Asp Asp Asp 
1 5 ' 10 
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